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HLA-II DNA Typing by Multiplex Alle-specific Amplification

XIAO Lu-lu', CHEN Hong-tao', WANG Chang-xi*, ZHENG Ke-li%, TAN Yin'

(1. Guangzhou Tissue Typing Centre Tissue Typing LAB, Guangzhou 510095, China; 2. First Affiliated Hospital Sun Yat-sen

University of Medical Sciences Guangzhou 510080 China)

Abstract:[Objectivel] To analyse type 1l HIA (Human Leucocyte Antigen ) system genes in higher separative
erades. [Method] By leaded multiplex PCR tecknique into allele specific PCR. the multiplex allele specific PCR (MAS-
PCR) method is estabilished. [Results] 43 DNA samples were typing on HLA-DRB1, B3, B4, B5 and DQB1 seats hy
24 primers, the identified gene fragment legth is 281 bp. [ Conclusions] MAS-PCR is sensitive, micw-quantitative and

save time. MAS-PCR will be helpful on the DNA study of HLA system which has a large number of allele.
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1302, 1303, 1304, 1305, 1401, 1402, 1403, 1405, 1406,
1501, 1502, 1503, 1601, 1602 DRB3 * 0101, 0201, 0202,
0301; DRB4 "~ 0101; DRB5 "~ 0101, 0102, 02; DQB1"
0201, 0301, 0302, (303, 0401, 0501, 0502, 0601, 0602,

0603, 0604, 0605 ( WHO
HLA ). Marker  Gold Taq
Pharmacia  PE
1.3 DNA
DNAL,

1.4 MAS-PCR-HLA

1.4.1 DNA #EAMH M 4 2

mol, 2 pmol,
PE-9600

Gold Taqg 0.5U.

1.4.2 DNA ¥ #4255 95 C1 min, 57 C 30 min,

73 ‘C30min, 32 .

1.4.3 % %k 0.5 UTBE .

marker-phixheal 174 (DNA bp )

100 ng, dNTP 200

10 “L, 10 mol/ L.
95 C5min. 0 ‘C5 min,

0.5 1L 1 . 150V 40 min.
2 % X
2.1 DNA

Pharmacia , 43
DNA 160 ~ 219 mg ( 199 mg), A260/ A280
=1 55~240( 1. 93).
2.2 DNA

1.2 s mark-

er 1 353, 1 078, 872, 603,
310, 281, 271, 234, 194, 118, 72 bp.
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Fig. 1 The lectropheris of MAS-PCR HLA-
DRB Typing
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2 MAS-PCR HLA-DR.DQ
Fig. 2 The lectropheris of MAS-PCR HLA-DRB.
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1

HLA-DRB1 "
Table 1 The comparsion with several HLA-DRB1 * typing techniques

Serology )
Ssample No. 1ab 1/ lab 2 PCR-SSP MAS PCR Direct Sequency
a a
950705 12, Blank/ 12 14 12, Blank 1202, Blank 1202, 1202
96010501 14, 16/3 15 14, 16 1405, 1601
96010502 14, 16/ 3 15 14, 16 1405, 1601
970627 4, Blank 04, 08 0401, 0801
970414 12, Blank 12, 13 1202, Blank 1202, 1202
970433 9, 14 09, 15 0901, 1503
970908 4, 16 04, 15 0405, 1501
970851 14, Blank 12, 14 1202, 1404
9714301 8, Blank 08, 12 0802, 1202
4  DNA( DNA 24 6/9). HLA-II s
N ( 1 2)
. ) PCR
MAS-PCR 1 . ( 1 3,
9 MASfPCR ’
, HIA (allele) N HLA . 1
o s - 2 MAS-PCR
Gold Tag Tagq 1-2 MAS-PCR .
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. DNA s s
s PCR .
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